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Hoin:> sapiens 



Pi 1 ■* mi s :_r"ea ture 

. .' ;• • G 1 v :.oprc t ein Ilia 
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Gi.y Pro Aon lie Cys Thr Thr Arg Gl.y Val Per Ser Cys Gin Gin Cys 
1 ' 3 10 15 



:u Ala 7a L Per Pro Met Gys Ala Trp Cys Ser Asp Glu Ala Leu Pro 
P0 25 30 



;u Gly Ser Pro Ara Cys Asp Leu lys Glu Asn Leu Leu Lys Asp Asn 
7 5 4 0 4 5 



:ys Ala Pr:> Glu Ser He Glu Phe Pro Val Ser Glu Ala Arg Val Leu 

:>0 5 5 60 



Glu Asp Arg Pro Leu Ser Asp Lys Gly Ser Gly Asp Ser Ser Gin Val 

65 70 75 83 



Thr 31n Val Ser Pro Gin Arg He Ala Leu Arg Leu Arg Pro Asp Asp 



Ser Lys Asn Phe Ser lie Gin Val Arg Gin v al Glu Asp Tyr Pro Val 

ICO 105 1: 0 



Asp lie Tyr Tyr leu Met Asp leu Ser Tyr Ser Met Lys Asp Asp leu 
115 :n l:A 



Tsp Ser lie Gin Asn Leu Gly Thr Lys Leu 7.1a Thr Gin Mc.it nrc Lys 
100 13V 14 0 



Leu Thr Ser Asn Leu Arc lie Gly Phe Gly Ala Phe Val Asp lys Pre 
115 150 15 5 lo' 



let Tyr- lie Ser Pro Pro Glu Ala leu G.". u Asn Pis 

17-1 17: 



Gys Tyr Asp Met Lys Thr Thr Gys Leu Pre Met Phe Gly Tyr lys 
1:0 1.05 l'.Vi 



<tl Leu Thr leu Thr Asp Sin Val Thr Aru Phe Asn Glu Glu Val 
lr*E 2 0 0 2' VI 



lys Gin Ser Val Ser Arc Asn Aro Asp Ala ? r :> Glu Gly G y ^h^ Asr- 
210 215 22 0 



Ala lie Met Gin Ala Thr Val Gys Asp Gin lys lie Gly Trp Arg Asn 
2.:5 2 3 J 2 05 211 



Asp Ala Ser- His leu Leu Val Phe Thr Thr Asp A.la lys Thr His IV 
245 25C 255 



A.a let. Asp Gly Arg Leu Ala Ply lie Va] Gin Pro Asn Asp Gly Glr. 
26') 2 65 2^0 



ns His Val Gly Ser Asp Asn His Tyr Ser Ala Ser Thr Thr Met Asp 



p/r Pro Ser Leu Gly Leu Met Ihr Glu Lys leu Ser Sin Lys Asn lie 
2 90 2 95 300 



Asn Leu lie Phe Ala Val Thr Olu Asn Va] w al Asn Leu Tyr Gin Asn 

3u5 310 315 320 



Tyr Ser 3Iu Lou lie Pro Gly Tor Thr Val Gly Vai leu So: Met Asp 
325 33" 335 



Ser Asn Val Leu Gin Leu He Val Asp Ala Tyr Gly Lys 1 .1 e Arc 

34 J 3^5 :- : ,0 



G-' r Lys Val Glu Leu 31 u Val Arg Asp Leu Pro Glu Gl.u Leu Ser Lou 
355 3 oO 365 



Phe Asn Ala Tnr 3vs Leu Asn Asn 31. Va.l lie Pre. G...y Leu 
3^0 " 375 380 



:.r Gvs Met Gly Leu Lys He 31y As; Ihr Val Ser One Ser 1 .1 e 31. 
05 3K' 3 9: 4 .0 



Lys Val Arg I.l.y Gys Pro 3 3r Glu Lys Glu Lys Ser Phe Thr I J 
4 0 5 4 10 4 1 5 



sys Pro Val Gly Phe Lys Asp Ser Leu lie Va.l 31n Val Thr Phe A^ 
4 2 0 4 : 5 4 .3 0 



Gys Asp; Gys Ala Gys 3 n Ala. 3 . 1 n A3 a Glu Pre- A s n S e r H s A r g 
4 35 4 4 3 44 3 



Asn Asn G^y Asn Gly Thr Phe G_u Gys Gly Val Gys Arc Cy:: Gl ; 
4 3V- 4.3 3 4 60 



Gly Trp Leu Gly Ser Gin Gys Glu Gys Ser 3.1u Glu Asp Tyr Arg Pr>: 
4 05 4'MI 475 4-:V 



Ser GJ.n G.,.n Asp Gl.u Gys Ser Pro Arc Glu 31y Gin Pro Va.l Gys Se.: 
4 85 4 93- 4 3^5 



Gin Arg Gly Glu Gys Leu Gys Gly G3 n Gys Val Gys His Ser Ser As 

5 0 3 . 3 3 1 3 



Phe Gly Lys lie Thr Gly Lys Tyr Gys Glu 3ys Asp Asp- Phe- Ser Gy. 
515 5 2 3; 5 2 5 



Val Arg Tyr Lys Gly Glu Met. Gys Ser Gly His Gly Gin Gys Ser Gys 



Gly Asp Cys Leu Cys Asp 3or Asp Trp Thr Gly Tyr Tyr Cys Asn Cys 
5 4 5 5 5 0 5 5 5 5 -5 C 



Thr Thr Arg Thr Asd Thr Cys Met 3er Ser Asn Gly Leu Leu Cys 3er 
5H " 57 0 3H 



Gly Arc Gly Lys Cys Glu Cys Gly our Cys Val Cys lie Glr. Pro Gly 
58 0 5o5 5 9l 



oer Tyr Gly Asp Thr Cys GV u Lys Cys Pro Thr Cys Pre Asp Ala Cys 



Cur Phe Lys Lys Glu Cys Val Glu Cys Lys Lys ?he Asp Arc Gly AH 
6H " -5:5 52 3 



Leu His Asp Glu Asn Thr Cys Asn Arg Tyr Cys Arg Asp Glu Tie GH 
6 . _ 5 63 C 6 3? 5 6 4. 



Lys Asp Ala Val Asn Cys Thr 
6 5 j 0 5 5 



Tyr Lys Asn Glu Asp Asp Cys Val VH Arg Phe Gin Tyr Tyr Glu As 
6<:>U o j 67 e 



er Ser Gly Lys 3er He Leu Tyr 7 (i :. Val Glu Glu Pre Glu Cys Pr- 
67: -53 0 6:H 



o/s Gly Pro Asp He Leu Val Val Leu Leu Ser Val Met Gly Ala He 
6^0 6 05 7 00 



Leu Leu lie Gly Leu Ala Al_a Leu Leu He Trp Lys Leu Leu He Thr 

7 05 710 715 72: 



He H._s Asp Arg Lys Glu Phe Ala Lys Phe Glu Glu Glu Arg Ala Arg 
725 730 735 



Ala Lys Trp Asp Thr Ala Asn Asn Pro Leu Tyr Lys Glu Ala Thr Se> 

7 4 0 7 4 5 7 5 0 



Lhr Phe Thr Asn He Thr Tyr Arg Gly Thr 
7 55 7 60 



211- 66 
2 12: - FP.T 
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2 2:- 2 e goo n i of (3 P 1 1 1 a be t a - 3 s ub u n 1 1 



r.i sc fear ure 
211 i 7. (66) 

Xaa car. he any amino acid and may be present cr missing 



Leu le • j Leu Thr Thr His Asp Arg Lys Giu Phe Ala Lys Phe Glu 
5 10 15 



2u Arg Ala Arg Ala Lys Trp Asp Thr Ala Asn Asn Pro Leu Tyr 
2 1 2 5* 2 0 



.Liu Ala Tnr Ser Thr Phe Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 4 0 4 5 



;ie Thr Tyr Arg Gly Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
5 0 5 5 60 
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Gegmeni of GPIIIa beta- 6 suounit 



in i s z^feaz ure 
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j ■ Xaa can be any amino acid and may be present or missing 



Lys Leu Leu Val Ser Phe His Asp Arg Lys Glu Val Ala Lys Phe Glu 
1 5 10 15 



5 



Ala Giu Arg Ser Lys Ala Lys Trp Gin Thr Gly Thr As n Pro Leu Tyr 



Arg Gly Ser Thr Ser Thr Phe Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xac 
3 5 4 0 4 2 



Asn 7al Thr Tyr Lys His Arg GLu Lys Gin Lys Val Asp Leu Ser Thr 
SO 5 3 60 



A-p Gys 
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Mus musculu; 



mi sc_f eature 

S(-:cmen: of GPIIIa beta-1 subunit 



3 1.- mi sc_f eat ure 
.32 - (4 1) . . ( 66) 

LLP- Xaa car be any amino acid and may be present cr missing 



•:4 00 • 4 

Lys Leu Leu Met Leu lie His Asp Arg Arg Giu Glu Ala Lys Giu Glu 
5 10 1.5 



//s Glu Lys Met Asn Ala Lys Trp Asp Thr Gly Glu Asn Pro lie Tyr 

3 J 2 5 2 0 



:s Per Ala Val Thr Thr Val Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
55 4 0 4 5 



">ro Lys Tyr Glu Gly Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

■ 0 5 3 6 0 
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Plus musculu; 



n.i sc tearure 

P<. of GFIIIa bet a- 5 subcnit 



n.i sc feature 
( = E )T. ( 66) 

Xaa car. be any amino acid and may be present or missing 



s Leu Leu YU Thr lie Hi= Asp Arg Arg Glu Fhe Ala Lys Phe Gin 
5 10 15 



>r Glu Arg Ser Arg Ala Arg Tyr Glu Met Ala Ser Asn Fro Leu Tyr 
2 0 " ' 2 5 50 



Ar<: Lys 7r.ro lie Ser Thr His Thr Val Asp Phe Thr Phe Asn Lys Phe 
1 5 4 0 4 5 



wut Lys Ser Tyr Asn Gly Thr Val Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
': 0 5 5 60 
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Seqment cf GPU la beta-2 subuni 



iii.sc feature 
(23)7. (66) 

Xaa can be any amine: acid and may be present or missing 



Lys Ala Leu Thr His Leu Ser Asp Leu Arg Glu Tyr Arg Arg Phe Glu 
1 5 10 15 



Lys Glu Lys Leu Lys Ser Gin Trp Asn Asn Asp Xaa Asn Pro Leu Phe 

2 0 2 j 5 0 



Lvs Ser Ala Thr Thr Thr Val Met Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xae 
^ 4 1 4 5 



Asn Pro Lys Phe Ala Glu Ser Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

0 5 5 6 0 
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Mas musculus 



niise_f ea ture 

Segment of GPIIIa beta-7 subunit 



raisc_f ea t are 
;4 1) . . (66) 

Xaa can be any amino acid and may be present or missing 



:;j0.- 7 

\i'q Leu Ser Val Glu lie Tyr Asp Arg Arg Glu Tyr Ser Arg Phe Glu 
5 10 15 



;iu Gin Gin Gin Leu Asn Trp Lys Gin Asp St 

2 0 2 5 



r Asn Pro Leu Tyr 

5 0 



:s Ser Ala He Thr T 
35 



hr Thr lie Xaa Xaa Xaa 

4 D 



Xaa Xaa Xaa Xaa X£ 



■-.n Pro Arg Phe Gin Glu Ala Asp Ser Pro Thr Leu Xaa Xaa Xaa Xaa 

' ■ 0 5 5 6 0 



let .'.do. 
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65 
?RT 

Artificial seauence 



Consensus sequence for GPI 1 1 a beta subun 1 1 s 



misc_f eature 
(5) .7(65) 

Xaa can be any amino acid and may be present or mi s s ing 



■;00:- 8 

,ys !,eu Leu Vai Xaa He His Asp Arg Arg Glu Phe Aia Lys Phe Glu 
5 10 15 



aa Glu Xaa Xaa Xaa Ala Xaa Trp Xaa Xaa Xaa Xaa Asn Pro Leu Tyr 
20 25 30 



f r s Xaa Ala Xaa Xaa Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
35 4 0 4 5 



;aa Asn Xaa Xaa Tyr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
50 ^ 55 60 



:aa 

65 



9 



